Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.004 Å; R factor = 0.036; wR factor = 0.113; data-to-parameter ratio = 12.2.
In the crystal structure of the title compound, C 9 H 8 F 3 N 3 S, all atoms except for two of the F atoms are located on a mirror plane. In the crystal, the molecules are connected by N-HÁ Á ÁS hydrogen bonds, forming a molecular tape along the a axis.
Related literature
For general background to metal complexes with Shiff bases, see: Kahwa et al. (1986) ; Deng et al. (2005) . For related structures, see: Guo et al. (2006) ; Jing et al. (2005) ; Santos et al. (2001) ; Yu et al. (2005) .
Experimental Crystal data 
Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.886, T max = 0.912 5953 measured reflections 1228 independent reflections 869 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.113 S = 1.07 1228 reflections 101 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.19 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) x þ 1 2 ; y; Àz þ 5 2 ; (ii) x À 1 2 ; y; Àz þ 5 2 .
Data collection: SMART (Bruker, 1999) ; cell refinement: SAINT (Bruker, 1999) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 
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Comment
Metal complexes based on Schiff bases have attracted much attention because they can be utilized as model compounds of active centres in various proteins and enzymes (Kahwa et al., 1986; Santos et al., 2001) . As part of an investigation of the coordination properties of Shiff bases functioning as ligands Deng et al., 2005; Jing, Fan et al., 2005; Guo, Sun et al., 2006) , we report the synthesis and structure of the title compound, (I). In the molecular structure of the title compound ( Fig. 1) , the expected geometric parameters are observed. The molecules are associated via weak intermolecular N-H···S hydrogen-bonding interactions (Table 1) to form a supramolecular network as illustrated in Fig. 2 .
Experimental
An anhydrous ethanol solution(50 mL) of thiosemicarbazide (0.91 g, 10 mmol) was added to an anhydrous ethanol solution(50 mL) of 2-(trifluoromethyl)benzaldehyde (1.74 g, 10 mmol) and the mixture was stirred at 350 K for 6 h under N 2 , whereupon a straw colorless solution appeared. The solvent was removed and the residue recrystallized from anhydrous ethanol. The product was isolated and then dried in vacuo to give pure (I) in 77% yield (Fig. 3) . The colorless single crystals suitable for X-ray analysis were obtained by slow evaporation of an anhydrous ethanol solution of (I).
Refinement
The N-bound H atoms were located in a difference Fourier map and their positions were refined freely with U iso (H) = 1.2U eq (N) [N-H = 0.82 (3)-0.93 (4) Å]. C-bound H atoms were included in calculated positions (C-H = 0.93 Å) and refined using the riding model approximation, with U iso (H) = 1.2U eq (C). Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.72882 (8) supplementary materials sup-5 F1-C1-C2-C7 180.000 (1) C3-C2-C7-C8 180.000 (1) F2 i -C1-C2-C7 59.70 (18) C1-C2-C7-C8 0.000 (1) F2-C1-C2-C7 −59.70 (18) N2-N1-C8-C7 180.000 (1) C7-C2-C3-C4 0.000 (2) C6-C7-C8-N1 0.000 (1) C1-C2-C3-C4 180.000 (1) C2-C7-C8-N1 180.000 (1) C2-C3-C4-C5 0.000 (2) N1-N2-C9-N3 0.000 (2) C3-C4-C5-C6 0.000 (2) N1-N2-C9-S1 180.0 C4-C5-C6-C7 0.000 (2) Symmetry codes: (i) x, −y+1/2, z. 
Hydrogen-bond geometry (Å, °)
